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BnusHue MyTaumii B MecTax nocaaku npaiiMepoB Ha 3¢ dekTuBHOCTb BbisBieHns PHK Bupyca kopu metoaamu MNLUP n LAMP
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PucyHok nogrotoneH aBTopamu / The figure was prepared by the authors

Puc. S3. YactoTa BCTpeyaeMoCTH WTaMMOB Bupyca kopu B 6ase gaHHbix NCBI ¢ MyTaumusammu B 061actu nocagku npariMepos, UCMOb3yeMblX
B LAMP. KnacTepbl pacnonoxeHbl N0 yMeHbLUIEHUIO YMCa NOCNef0BATENbHOCTEN B KNacTepe, Yepes C3W yKasaH MpoueHT oT oblwero uncna
NpoaHanM3npoBaHHbIX NocnesoBatenbHocTel. CTpenkamu ykasaHo HanpasieHue NocnefoBaTeNbHOCTY NpaiMepoB OT 5'-KOHLA K 3°-KOHLY.

Fig. S3. Prevalence of measles strains in the NCBI database with mutations in primer binding sites used in LAMP. Clusters arranged
in descending order of the number of sequences in a cluster; the percentage of the total number of analyzed sequences is shown with a slash.
The arrows indicate the direction of the primers sequences from 5-end to 3 -end.
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