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PucyHok noarotosneH aBTopamu no cobcTteeHHbIM aaHHbIM / The figure is prepared by the authors using their own data

Puc. S1. Yactota 06HapyxeHus dunoreHeTMYeCKMX rpynn BUpyca NanuaoMbl YenoBeKa Yy XeHWuH u3 I. fomens u fomenbckoro paioHa (n=236).
Fig. S1. Detection frequency of human papilomavirus phylogenetic groups in women from Gomel and Gomel district (n=236).
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