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Ta6nuua 3. Nporpamma amMnandukauum 4ng NOCTaHOBKM NonuMepasHoi uenHoi peakuuu (MLUP) Ha uenesoii rex
Table 3. Amplification programme for polymerase chain reaction (PCR) on the target gene

Crapus umMkna aMmnandukaumm Temnepartypa, °C Bpems, ¢ KonuuectBo umknos
Amplification cycle stage Temperature, °C Time, s Number of cycles
| atan. NpepBapuTenbHas AeHaTypauus
Stage I. Initial denaturation % 180 1
[eHaTtypauus AHK
DNA denaturation 95 20
:-Ilealzizbeﬂcmewo nup OTxur npaiiMepos 59 20 25
Stage Il. Actual PCR Primer annealing
CUHTE3 KOMMNIEMEHTapHbIX Lene 72 60

Complementary strand synthesis

Tabnuua cocTaBneHa aBTopaMu nNo cobCTBEHHbIM AaHHbIM / The table is prepared by the authors using their own data
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